In the cation of the title molecular salt, C 21 H 17 N 2 O + ÁPF 6 À , the pyridine ring and benzoxazole ring system are twisted with respect to the central benzene ring at dihedral angles of 23.75 (18) and 5.53 (16) . In the crystal, the hexafluoridophosphate anion accepts a weak C-HÁ Á ÁF hydrogen bond from the cation to form an ion-pair.
Structure description
In this study, we report the crystal structure of title salt (Fig. 1) . In the cation, the benzoxazole ring system and the pyridine ring are twisted by 23.75 (18) and 5.53 (16) , respectively, to the central benzene ring, similar to the values found in a related structure (Qu et al., 2008) . In the crystal, the hexafluoridophosphate anion accepts a weak C-HÁ Á ÁF hydrogen bond from the cation to form an ion-pair (Table 1) .
Synthesis and crystallization
To a solution of silver hexafluoridophosphate (0.17 g, 0.68 mmol) in acetonitrile was added (E)-3- [4-(benzo[d] oxazol-2-yl)styryl]-1-methylpyridin-1-ium iodide (0.3 g, 0.68 mmol). The mixture was refluxed for 4 h, then filtered and evaporated, and concentrated in vacuo to give a solid product. Yellow single crystals were obtained in a 15% yield by recrystallization from acetonitrile solution. Sheldrick, 2015) . Table 1 Hydrogen-bond geometry (Å , ).
Symmetry code: (i) Àx þ 2; Ày; Àz þ 1.
Figure 1
The molecular structure of the title salt with displacement ellipsoids drawn at the 50% probability level. 
Data collection
Bruker SMART 1000 diffractometer phi and ω scans 7021 measured reflections 3442 independent reflections 3035 reflections with I > 2σ(I) Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. All hydrogen atoms were placed in geometrically idealized positions and constrained to ride on their parent atoms, with C-H = 0.93-0.96 Å and U iso (H) = 1.5U eq (C) for the methyl H atoms and 1.2U eq (C) for the others. 
